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Yasuhito Karino
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Free—energy analysis of cosolvent effect on
cytochrome ¢
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Y. Karino, N. Matubayasi (Kyoto U)
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Toru Ekimoto

Solvation free—energy analysis of F1—-motor
protein

T. Ekimoto, N. Matubayasi (Kyoto U)
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s Free—energy analysis of cosolvent effects of |K.M. Tu, Y. Karino, S. Sakuraba and N. Matubayasi
Kai—-Ming Tu . L . .
urea and its derivative on amino—acid analogs [(Kyoto U)
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Takuva TAKAHASHI Development of solvation dynamics calculation T. TAKAHASHI (Ritsumeikan U)
s 4 method and application to ATP hydrolysys '
=15 55?%*”9"('}'57X0)%‘l’ﬁ%fﬁﬁﬂ%&ATpﬂﬂ =15 —_ A P
IEI*H E‘H_']. 7k§j\ﬁ@ﬁ*§,\a)m:—\m lﬁ*lﬁl é‘m(iﬂﬂﬁﬁxinﬂ)
. . Free energy analysis of the ATP hydrolysis in . . .
Hideaki TAKAHASHI solution by the QM/MM-ER simulations H. Takahashi, A. Omi, A. Morita
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Hydration Network Structure and its Stability |N.Niimura(Ibaraki U.,), T,Chatake(Kyoto U.),
Nobuo NIIMURA at Protein—Ligand Interface Determined by T.Yokoyama(Toyama U.), T,Yamada(lbaraki U.),
6 Neutron Difffraction and ITC L. Tanaka(Ibaraki U.)
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Calorimetric evaluation of the partial volume
Shun—-ichi KIDOKORO |and heat capacity changeaccompanying the S. Nakamura, S. Kidokoro (Nagaoka Univ. Tech.)
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Shun-ichi KIDOKORO ATP hydrolygs gnthalpy Ievaluated by S. Koga, K. Seo, S. Kidokoro (Nagaoka Univ. Tech.)
isothermal titration calorimetry
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Hideyuki Komatsu Solvation of ATP, ADP and Pi in organic solven{H. Komatsu (Kyushu Inst. Tech.)
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Thermodynamics of the heme-binding of rat  |H. Komatsu (Kyushu Inst. Tech.), H. Iwasaki (Kyushu
Hideyuki Komatsu heme oxygenase—1: implication of the Inst. Tech.), K. Yamashita (Kyushu Inst. Tech.), M.
10 hydration regulated by heme Okuda (Kyushu Inst. Tech.), M. Sugishima (Kurume U),
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Takeyuki WAKABAYASHI
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Role of Hydrogen—bond Network at the
ATPase site of Actin
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T. Wakabayashi (Teikyo U.)

AN gz (FRX-EIEREM

Norio Yoshida

Free Energy Analysis of ATP hydrolysis based
on the statistical mechanics and quantum
mecanics theory

Norio Yoshida (Institute for Molecular Science)
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Structural effects of coupling helix mutations . .
. . ; T. Furuta (Tokyo. Tech.), T. Yamaguchi (Kyoto Univ),
Minoru Sakurai in the ABC.transpor‘ter MsbA by molecular H. Kato (Kyoto Univ) M. Sakurai (Tokyo.Tech)
13 dynamics simulation
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ATP-binding induced conformational change |T. Hagiya (Tokyo. Tech.), S. Chiba (Tokyo. Tech.), T.
Minoru Sakurai in CFTR of the inward—facing state as studied |Furuta (Tokyo. Tech.),Y. Sohma (Tokyo. Tech.), M.
14 by MD simulation Sakurai (Tokyo. Tech.)
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The chroride ion uptake mechanism in H. Tamura (Tokyo.Tech), S. Chiba (Tokyo.Tech), S.
Minoru Sakurai halorhodopisin Sakuraba (Kyoto Univ), N. Matsuabayashi (Kyoto Univ),
15 as studied by the energy representation M. Sakurai (Tokyo.Tech)
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Minoru Sakurai S)a!cilga:l:?:?eiiitdheebki);lnd(itngdf:r:fa;n;iy:I;éTP Y. Kaneta (Tokyo.Tech), S. Chiba (Tokyo.Tech), T.
J Furuta (Tokyo.Tech), M. Sakurai (Tokyo.Tech)
16 transporter
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Structural Characteristics of Yeast F1- Takashi Yoshidome (Kyoto Univ.), Yuko Ito (Yokohama
Masahiro Kinoshita ATPase before and after 16+ Rotation of the |City Univ.), Nobuyuki Matubayasi (Kyoto Univ.),
17 Gamma Subunit: Theoretical Analysis Focused |Mitsunori Ikeguchi (Yokohama City Univ.), and Masahiro
y ~H 71D 16EREATRICEITHM— [GBR(FRMRP), Fth T BUEHILKE), LME
ARTIESA ARF1-ATPase D& KDI U bAE— #_ﬁ?‘#‘?%‘ﬂii), MO EGEERIIKE), KTIESA
MRICEREH T EmAN (REBKZF)
Masahiro Kinoshita Fundamental Analyses on Chaperonin Function|Ken—ich Amano (Kyoto Univ.), Hiraku Oshima (Kyoto
Assisting a Protein to Fold Univ.), and Masahiro Kinoshita (Kyoto Univ.)
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) L ) Hiraku Oshima (Kyoto Univ.), Satoshi Yasuda (Kyoto
Masahiro Kinoshita 'Pl'he:rlet_l;al E’rledg;tlonlof Hot Spots in a Univ.), Takashi Yoshidome (Kyoto Univ.), Mitsunori
19 rotein—irotein Lomplex Ikeguchi (Yokohama City Univ.), and Masahiro Kinoshita
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Halophilic hydrolysis of high energy phosphate . . . .
Yoshihiro SAMBONGI |compounds by cellular extracts of Haloarcula (SN Wakakl, E)Sambongl (Hiroshima U), S. Kidokoro
ljaponica agaoka
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. . . Y. Kubota, A.Yoshimori (Kyushu U.), N.Matubayasi
Ryo Akiyama D|ele9tr|c Relaxation of Water around a (Kyoto U.), M. Suzuki (Tohoku U.), R. Akiyama (Kyushu
Spherical Solute u)
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Solvent effects on insertion of a particle into a

R. Hara(Kyushu U), K. Amano(Kyoto U), M.

Ryo Akiyama small Kinoshita(Kyoto U), A. Yoshimori(Kyushu U)
99 vessel
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. Conversion Process of Chemical Reaction into . .
Ryo Akiyama Directed Motion through a Solvation Motor K. Tokunaga (Kogakuin U.), R. Akiyama(Kyushu U.)
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Hiroaki KATO Transmission mechanism of ATP-induced T. Yamaguchi(Kyoto U), A. Fujioka (Kyoto U), T.
conformational changes in ABC transporter Nakatsu(Kyoto U), H. Kato(Kyoto U)
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Molecular Dynamics Simulation on Structual |Y. Ito (Yokohama City U), T. Yoshidome (Kyoto U), N.
Mitsunori Ikeguchi Characteristics of Yeast F1-ATPase before Matubayasi (Kyoto U), M. Kinoshita (Kyoto U), M.
25 and after 16 degree Rotation of Gamma Ikeguchi (Yokohama City U)
) - . % pid EPREERKRIR KR /N
o an |pTmasHEsmeCELACTey o [PEETURRDA). SERRATAED). Wi
) (#EEMX&EamT/)
Mi . . Molecular modeling of Rad51 recombinase Y. Kokabu (Yokohama City U), M. Ikeguchi (Yokohama
itsunori Ikeguchi . . . . )
using molecular dynamics simulations City U)
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A loose coupling between ATP-hydrolysis
Yoshiro SOHMA energy and external work in an ABC Yoshiro Sohma (Keio U), T.—C. Hwang (Missouri U)
97 transporter: an insight from gating simulation
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Mitsunori TAKANQ | eV roles of electrostatic interaction in ATP= 11 g ) Ohnuki, M. Takano (Waseda U)
induced dissociation of myosin
28
=Hz s ET&DO)ATP%%E%E%E@*E':?SH-éﬁ%*ﬁ =] = = HZ s vl [
= I o . . = ]l iH
=% il HBOGE EEBEEA KEE. 5FLE (BfEAXZE)
Mitsunori TAKANO | hermodynamic re-evaluation of lever-arm |, 1\ i T Sato, M. Takano (Waseda U)
swing by free energy calculation
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Hydration changes of actin by polymerization A Imao. Y. Okazaki T. Waz T Mozami. N. Morimot
Makoto SUZUKI and a trial estimation of formation enthalpy of --mao, Y. Lkazaki, 1.1tazawa, 1. Mogami, . Morimoto,
) and M. Suzuki (Tohoku U)
30 hyper—-mobile water
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Measurements of DSC and ITC of actin upon |T. Abe, S. Yasui, T. Wazawa, T. Mogami, N. Morimoto,
Makoto SUZUKI polymerization and depolymerization and M. Suzuki (Tohoku U)
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Effects of urea and urea derivatives on myosin [S. Yasui, T. Abe, T. Wazawa, T. Mogami, and M. Suzuki
Makoto SUZUKI S1 ATPase and nucleotide binding heat (Tohoku U)
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Makoto SUZUKI

Measurements of dielectric relaxation
properties and local viscosity of water around
G- and F—actin by fluorescence spectroscopy

T. Wazawa, G. Mogami, K. Ishimori, N. Morimoto, and M.
Suzuki (Tohoku U)
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Makoto SUZUKI Hydration properties of phosphates by G. Mogami, K. Ishimori, N. Morimoto, and M. Suzuki
dielectric relaxation spectroscopy (Tohoku U)
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Temperature dependence of hydration Y. Ono, T. Wazawa, G. Mogami, N. Morimoto, and M.
Makoto SUZUKI properties of urea and urea derivatives by DRS|Suzuki (Tohoku U)
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Effects of urea and urea derivatives on the T. Nakagawa, N. Ishida, S. Yasui, T. Wazawa, G. Mogami,
Makoto SUZUKI hydration properties of actin and myosin S1 and M. Suzuki (Tohoku U)
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Makoto SUZUKI Effects of alkyl group on the hydration state of |Y. T. Wang, G. Mogami, T. Wazawa, N. Morimoto and M.
carboxylic acids Suzuki (Tohoku U)
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. . Single molecule analysis of actomyosin motility K. Fuiita (Osaka U')’.K' Ithoh (Ghiba U.), A. Iwane
Mitsuhiro IWAKI in the presence of osmolyte (Osaka U.), T. Yanagida (Osaka U.), M. IWAKI (Osaka
u.)
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Simultaneous observation of fluorescent—
Eiro Muneyuki nucleotides and rotation of F1-ATPase using |Hiroshi Ueno, Shoichi Toyabe, Eiro Muneyuki (Chuo U)
39 plasmonic gold nanoparticle
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. . Thermodynamic parameters of nucleotide v KikUCh.i (Chuo uni\(), Y. Naka (Qhuo yniv), H. Osaka.be
Eiro Muneyuki bindine to the catalvtic sites of F1—ATPase (Chuo univ), T. Masaike (Gakushuin univ), E. Muneyuki
40 g Y (Chuo univ)
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. The conformational change analysis of the S. Nakano, K. Kamagata, S. Takahashi, (Tohoku U
Kei NANATANI ABG t rter induced by ATP hvdrolvsi IMRAM),
41 ransporter induced by YarolySIS 17, Furuta, M. Sakurai (Tokyo Tech),
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i vit tilit f act . inel Y. Inoue (Tohoku U), M. Nagata (Tohoku U), H.
Yuichi Inoue mavtl) ro rr;o l; {)assay ot actomyosin on SINEIE |\ 1atsutaka (Tohoku U), T. Okada (Tohoku U), A. Ishijima
0 carbon nanotubes (Tohoku U)
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Analvsis of rotational hani FV1— T. Murata (Chiba U.), Kenji Mizutani (Chiba U.), Yuta
Takeshi MURATA navsis of rotational mechanism o Isaka (SUT), Ichiro Yamato (SUT), Yuko Ito (Yoko-ichi
ATPase . , . L
43 U.), Mitsunori Ikeguchi (Yoko—ichi U.)
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Pressure induces flagellar bending movements

T. Yagi (U Tokyo), R. Kamiya (U Tokyo), M. Nishiyama

Toshiki Yagi in immotile Chlamydomonas mutants (Kyoto U)
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ATP is formed as an intermediate during the
Taeko OHKAWA autodephosphorylation of KaiC, a T, Ohkawa(Nagoya U), T Kondo(Nagoya U)
45 cyanobacterial clock protein
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Masavoshi Nishivama Direct observation of the rotation of F1— D. Okuno, M (Riken). Nishiyama (Kyoto U), H. Noji
Y Y ATPase at high—pressure. (Tokyo U)
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. . Single—molecule ATPase imaging of a DNA H. Yokota (Kyoto U), T. Iwasa (Kyoto U), R. Yokokawa
Hiroaki YOKOTA helicase (Kyoto U), Y. Harada (Kyoto U)
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Shou FURUIKE Rotation of F1-ATPase at extreme temperaturd Shou FURUIKE(Osaka Med Coll)
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Koji Yoshida X-ray scattering of hydrated actin K. Yoshida, T. Yamaguchi (Fukuoka U)
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Satoru Fuiiwar Water dynamics of F—actin observed by S. Fujiwara (JAEA), M. Plazanet (Univ. Joseph Fourier),
atoru Fljiwara neutron scattering T. Oda (RIKEN)
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- . . N. Umeki (AIST), S. Kijima (Miyakonojo Natl Coll Tech),
Taro UYEDA C°f:"”.a”|d myosin H]D.’l'M b'”td mutually J. Nakajima (AIST, Tsukuba U), T. Noguchi (Miyakonojo
51 exclusively to actin lilaments. Natl Coll Tech), A. Nagasaki (AIST), K. Tokuraku
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Kuniyuki HATORI Motility of actomyosin in the presence of K. Hatori (Yamagata Univ.), S. Munakata (Yamagata
osmolyes Univ.)
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